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A Genotype Distribution of Human Papillomaviruses Detected by

Polymerase Chain Reaction and Direct Sequencing Analysis in a Large
Sample of Common Warts in Japan
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N E S £ < 94 #l (44.1%). L F HPV-4: 35
#l (16.4%), HPV-65: 30 # (14.1%), HPV-27:
13 # (6.1%), HPV-2a: 13 #l (6.1%). HPV-
57b: 9 # (4.22%)., HPV-16: 3 #l (1.41%).
HPV-6a: 2 # (0.94%)., HPV-63: 2 #l (0.94%).
# L T HPV-3. -5, -5b., -7. -10. -21., -
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A Genotype Distribution of Human Papillomaviruses Detected by Polymerase
Chain Reaction and Direct Sequencing Analysis in a Large Sample of
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Common Warts in Japan
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EARET 2134 (B 104 #, & 109 #l) THY, HHEHEhi= HPV B4
i HPV-1a & H % < 94 #i(44.1%). LAT HPV-4: 35 #1(16.4%). HPV-65 :
30 #1(14.1%). HPV-27 : 13 #1(6.1%). HPV-2a : 13 #1(6.1%), HPV-57b: 9
#1(4.22%). HPV-16 : 3 #(1.41%). HPV-6a : 2 #1(0.94%). HPV-63: 2 4l
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