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Difference in Prognosis Between Patients Infected With Hepatitis B Virus With Genotype B
and Those With Genotype C in the Okinawa Islands: A Prospective Study
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Difference in Prognosis Between Patients Infected With Hepatitis B Virus With Genotype

B and Those With Genotype C in the Okinawa Islands: A Prospective Study
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1. BFEDERLEHN

HHRBRIL B BUFRY ANV R (HBV) DEEHIETHY . HBs FURBHERIZIZE FHOH 2
& THDHHR, RO 30 HELED HBV ¥4V 7 D HBe HURBIERIIA LIS L BB LI
BLTIERTHS, -, FAROFELEBICRBEMEECRIILELHOK 1/72 T,
2B TCELIERTHD, U LD, EBIRO HBV ¥V 7 DELIIEE THBe FUENE RT3
ZEIZEOFRBEHBEL . TOTFHMBBIFIIRZLEEIND,

HBV genotype i A 75 G @ 7 Bz SN, HHSETIL genotype B & C 23K 3 (90% LA
B2 EHTn5E, HEBRIZISVITHX genotype B 43 6 B{LL L& HH A3, ARFH ik it
genotype C 23%9 9 % 5¥»TW3, F7-. genotype C Tl genotype B 1Tk~ HBe HiEB
FREL FEECHFHILE ~SRIOET I LM ESN TRY, genotype IIFFERBD
ETETFRIZEAEL TWAIEBHEBINSD, LAL., genotype 12L& D F# D&V % prospective
REIL-B4E Ao T, AHFFE T B BT RIZIITS HBe HURH R LFDTFHIC
X195 genotype DEBEZHLMNIZ T H7HIZ prospective study 1T -7,

BE 1. BEOHBIX. L LRBIZILTEHMEZ LTI L,
2. kENIEALRWI &,



2. BFEANE

1L HEBHEL- B BBHFREMDSH, HBV genotype ZRIE L7 72 1 (B4 60
B, &tk 12 B EXBRLLE, F81 13-73 F(35.1£13.1 F), BEHMIL 12-179 » A
(76.6+40.7 i B) Th-ol=, BRBABED. 1-3 ¥ A BIT—AFFHERZELITV . HBV markers
LL T HBe #ii. HBe Hif&, HBV-DNA F7-i% DNA polymelase ZBIFEL . BT, CT
BRECIHIEBRRELERIT o7, HBV genotyping i restriction fragment length
polymorphism (RFLP) %V, IREMBFAIS TR Desmet HEEAVWVE, SEERMBT
{Z. Cox’s proportional hazard model % fVv 7=,

*tEE LT 72 BID genotype 13 B:35 1, C:37 FI T, oD genotype ixAbRhoT728,
genotype B L C O # M CHBe HURHAR, FELEREL BRI, MEH CEMR,
Bk, ALT fH. fi/hifk3L. HBe FUFRIBMER, HREARBRFENET R, ISEERS I UEENR
ICEIXRbN e hot,

HBe HiRE %Ki, genotype B T 16 Fil 13 41(81.3%. 43 12.5%) . genotype C TiX 27
Aich 14 51 (51.9%. FER 7.8%) icHbie, Fi-, BIERIBIRLY 2 F£LIMNIC genotype B T
13 13 4 8 11 (61.5%) . genotype C Tl 14 FlH 1 41(7.1%) iZ HBe HFURDE LB LB,
genotype B TiX genotype C IV A BICE#H OB RIT HBe iR DIEEREZRDI-,

BB BRI O LB G, genotype C Tt 37 Filth 12 1 (32.4%. £ 4.5%) HSFFHEL
~EREL. 55 2 FlIRBERALNE, genotype B TIXFFEEEREIX 35 Hi% 4 4 (11.4%.
£ 1.8%) IZ AN =N RBHIL/2D>o7=, genotype B Tid genotype C it LIFEE ~DER
RHAEEBEIIER THol,

BERBIUGEEEENT CiX, HBe fiFBEABIUVHBEEER~EE 5 X0 FiX
genotype DI ThHoT=,

HBV X+ Y7 D genotype DAL, MBER TIIAH kst ~BASHIT genotype B
D EDDFEBEL EDTDITHFBRD B BUBHAF RO FH I BIFITRSoTNDHENNZE
BEBFFEIZ L - THRSTRREN,

3. HIERROBRLFEMAOKLE

ABFFE T, genotype FiC HBe HiRiE%k: B WBHFROFEEZMREICRHML,
genotype 7% HBe fURIHERBIVITBEEER~F B2 5 XD LERLIEHTORXERD
h3, B BIBMHFEBRBOTEEZRETIAFLZACNTTIZLIIER LEBOTHEET
HY, TOWERRIIEEREGICBDLNIEAEIZHDHLD LTINS,

P EIZED, RBRITFARE T RITET LD THHLHBTLI,




