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CTLA-4 Gene Polymorphism at Position 49 in Exon 1
Reduces the Inhibitory Function of CTLA-4 and Contributes
to the Pathogenesis of Graves' Disease
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CTLA-4 Gene Polymorphism at Position 49 in Exon 1 Reduces the Inhibitory

Function of CTLA-4 and Contributes to the Pathogenesis of Graves' Disease.
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