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Polymorphisms of interleukin (IL)-4 receptor alpha and signal
transducer and activator of transcription-6 (Stat6) are associated
with increased IL-4Ro-Stat6 signalling in lymphocytes and

elevated serum IgE in patients with Graves’ disease
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Polymorphisms of interleukin (IL)-4 receptor alpha and signal transducer
and activator of transcription-6 (Stat6) are associated with increased IL-4Ra-

Stat6 signalling in lymphocytes and elevated serum IgE in patients with
Graves’ disease
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