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Identification of nonsynonymous polymorphisms in the superantigen-coding
region of IDDMK, ,22 and a pilot study on the association between JDDMK; ,22

and type 1 diabetes
(IDDMK, ;22 DA —/S—HiEI1— FESOLBOFE L, IDDMK,,22 &
1 BUBEER IR DFBRADIZE)
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(BH] SERETCL Ao ERFEERBEE LB
CEBEINEZE PRNEEL DDA )X IDDMK,,22

(Conrad et al. 1997) @, 1ERFERKORE & DOEEEE R
EHNTREES 5.

[FiE] RERELZNRERKEE 74 AiITDWT,
IDDMK,,22 A—/X—HiR (SAg) I— REBOEREZKRR
Lize BEBRRIZITANRT, SAg I— REBROI—r 1.
UK DfTo 7. FIRRIZ, BEA 54 NITDW TR
L. ZE7UVIVOHBEEEZLERLUEZ. BHEHIKBITE7 )
IWEBEEDZEIL, x*#RE & Fisher’s exact probability test 1T & |
> THRE L. IDDMK,,22 SAg J— REEHIZ. Z0LEHiE
& 3" LTR MRICRE L= 2 t/ rDTSA—EANT,
nested PCR K& o> THIBL 7, @54z 2.9 kb ORIEEY
Z Xba I TYTL. SAg J— REEZSET 610 bp ® DNA

Wrhrzso0——J Uk, 2607 0—2m8 10~15 3

ODZ—Z#AT—#EITEEL, plasmid DNA ZHHE LT —



DX T EToR, JuF7—tYET )= ERN
7o RE¥ER) 2 F £ 721X QlAmp Blood Kit 12k - THRAHIMA
5 DNA ZHlith L7z,
[#R]
1. SAg O— REBOFFRELE codon D A Z 1 LT, 290
& 461 BEDOZHFRIC ADDS G NOEEEBR (ZH) 2R
H U7z, 290 ZBOEEBHUT Tyr 5 Cys. 461 FZHEIZ stop
codon 5 Trp NDT I ) BEHBREZMES,
2. EHE5DEBITONTD, BERIIBVWT G TUIIDH
BHEENGWERICH >N, ZOEZFETEMLS =
[290G Tit, BF 7% (11/148) . a2 hO—)l 4%
(4/108) ; 461G Tld. HB&E 29% (43/148), a> +o—)L
20% (22/108)1,
3. BEZREEBR THTZEE, SBREBORN R
(1=24) T 461G DEBEDENE BN (B 38% (18/48),

J2 bO—)l 20% (44/108). p=0.03],
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4. BEFRMSHERINZINT O IO, —REHITH
JAHBEHEEIC, BRERALHEATELUNWHEARE SN
A%, WHEMIC—&L T, 290G-461A ONT O F A THRA
LTWwiz,

[#%3%] IDDMK,,22 SAg J— REBOZAFRICY X JBE
BEfEDS DNA ZHRHERHLE, INS5OLHERANE
IDDMK, ,22 & 1 BERFOBEME T, EMRERFITE T
% 461G DHEEDB|MAR R 507z, 31X IDDMK,,22 & 1
R (K. REIRER OMEER®T 5. I viro
DHEERT, IDDMK,,22 DFERNA & —T7x02 allko
THETSIENRHENTHD, BITEEEPLTIDH
EREOBBEMRT 22 &1, 1 BBRBEORS 5T E
CABREORERERAD LTEELEbNS, BHKA
EUBFEARHICHBL TREONTOY 1 THRIMLT
M5C&m,HmM&ﬁ2&Eﬁ$¥%K55%ﬁ?ﬁEﬁ
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Identification of nonsynonymous polymorphisms in the superantigen-coding
resion of /IDDMK, 22 and a pilot study on the association between /DDMK, ,22

and type 1 diabetes
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LRBRTICHLT. MECEINZLEN. BXOHE. MRORRETOBEICDOVWTEEI
BEL, UTOLO>2EEEREE,.

1. IRICEDHRELED

19944, 1 RIFRREBEOBIRICIE, VATTHIEL 79 —2RALTHSTHEaN, SERMY
LTSI EMBEENA. A5, 1997FCRABNRETTLS Lo BBRABERRERL
EwhS, b FRZEEL FOY L RIDDMK, ,22 ASEgE i, IDDMK, 22 (denifilstic R —/t— 1
Fa— Rt b, ThIHRBOREICKES TSI ENEX SN, TDRK, IDDMK 22(31

BNt AEERICHET o LREINA, 19984, BETOwide genoms scanT, HLADR4%E %
D1 BARFESETIE, TOFEIcMaximam lot score$1.7 DiBEFEMEEL, BRMERETFH
COFIRICH D ATHEMNEZ X D, 19995LIE, IDDMK, 2201 BIERFEADBESZERMATS

BRXMEEND LD [T 48, BEFMRBEITOATVEN 2/, TIT, R4 L MRER
L ba v 4L XIDDMK, ,22 01 RIFERAEA DR ERR BE Y £ J R FNICRTE L 7.

2. HIRAR

SEREVCNRIBBERAEET4AICDONT, IDDMK, 22 DR —/—{ilR (SAg) 3 — Fl%D
BEREVBLL, BISTRAETRELACEERERMREREY T/ —TLr.

fH £ 1 REOEBITAAELBICLTEH/ELTEI L,
2 EEBIIS00F~1200FLIAIcEEDHB T &,
3 xENIFBALZWI &,
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TRBBZTAT. SAga—- RO -2V OBINICLYITo e, RidMmL Y DNAZ#
L. IDDMK, ,22 SAga— kit & > 10, TOLFILY LIRTHACRELLTSMT—EAL
<. nested PCRE{5o7=. BShf=DNAfragmentizon—=r&&h, chbosO0-rn510~
1590 —2RAT—RICIERL, V0TI Y0 5% Fo/. RIS, BREOBREZEBLEND
BEASSACOVTRITL, TR7VIOBRHEZLERLE. BEICSITHT7 VIVHEEDOER,

x 248 € & Fisher’s exact probability test|= & » TIRE L7z,
S —H TV RBHTIE, SAga— KEEtEMinitial methionine codonA®1 & LT, 290L461%

BOZAFFICANSCADIERER (1) #AELE. EB5OFRICDNTS, a¥ FA-IE
CHEL, SHEREREERICENT. G7 LLOEREENSMARICH o 2. EOERIFTETR
Mofe (BFvs.avbO—Jl ;290G :7% (11/148) vs. 4% (4/108), 461G :29%
(43/148) vs. 20% (22/108)), LA L. EFEREFHRTY TSN —FLULEHTIE. 5
ERBORURER (n=24) T461GOFEOEMBESNL (BEvs. 2 bA—JL;38%
(18/48) vs.20% (22/108), p=0.03), —RERICH VT, genolypen SHERIND
haplotype® HIRSAEEAEKA &£ BEATE LRI TV, RERICHEL T290G-461A0
haplotypeZs/Rn L Ti /e,

3. ARBEROBE L FifkiE

IDDMK, ,22 SAgD — RO - ARTICT =/ BERE4#SONAZRIZR L. ChoD3RE
FALVEIDDMK, ,22 & 1 BB RFOBERE T, BPREHICHITS461COFEDOEMBR 5N
2. CTHILIDDMK, ,22 & 1 BIERFBORMRER S OREERETS. BRARVAFAEHICH
i L TS E DhaplotypedtRan L TLVS &[4, IDDMK, ,22 & ESHARERICH 2 REFVSBEREER
FTWBATEEMNSETREL TS Y, SEBARERPLTIOMERROSRERREL, EHOE
GEFESOBBARETO LR, | BERROLA 5T A CAEREOBRZEREFOREY
RICREMRPOLTEELBRDN S,

BlECEY, FRXEPMURSICET D EHMLLE.

ff £ 1 FHHOBEKBILAAELHMIC L TEREELTAT L,
2 EBII800F~1200FLINIcEEH BT &,
3 *HNIRBALLZWI &,



